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brid, 827 

hybrid zone, meiotic malassortment, nucleolar-organizer region, 
recombination, Sceloporus grammicus, speciation potential, 
synaptonemal complex, 48 


INBREEDING 


additive variance, coefficient of variation, inbreeding, outcross- 
ing, quantitative genetics, selfing, 911 

attraction size, evolutionarily stable strategy, flower number, 
flower size, hermaphroditic plants, inbreeding depression, in- 
termediate selfing, mating system, self fertilization, sex allo- 
cation, 557 

biogeography, colonization, cultural drift, El Nifio, exponential 
increase, finches, founder effects, inbreeding, selection, 229 

Brassica napus, pollen-ovule ratio, selfing rate, Senecio vulgaris, 
sex allocation, 214 

breeding systems, dioecy, gynodioecy, Hawaii, inbreeding de- 
pression, outcrossing, photosynthetic carbon assimilation, 
Schiedea lydgatei, selfing, stomatal conductance, 297 

conservation biology, genetic variation, inbreeding depression, 
population structure, 176 

herkogamy, inbreeding depression, outcrossing, resource allo- 
cation, selfing, 545 

inbreeding, inbreeding depression, Raphanus, self-incompatabil- 
ity, 307 


INSECTS 


Acyrthosiphon pisum, Aphidius ervi, additive genetic variance, 
haplodiploid organisms, quantitative genetics, species inter- 
actions, 439 

Acyrthosiphon pisum, Aphidius ervi, clonal variation, quantitative 
genetics, resistance to a parasitoid, species interactions, 427 

africanized honey bees, demic diffusion, multivariate morpho- 
metrics, population structure, spatial autocorrelation, trend sur- 
face analysis, 1172 

Allonemobius, behavior, development, phenotypic plasticity, re- 
action norm, 1271 

allozymes, ecotypes, elevational gradients, gene flow, postdia- 
pause development, Euphilotes enoptes, Lycaenidae, pheno- 
logical isolation, population structure, 446 

animal coloration, developmental plasticity, Pontia butterflies, 
seasonal adaptation, survival analysis, 942 

ant, local mate competition, population structure, sex-allocation 
ratio, sex-ratio variability, 260 

antipredator behavior, Engallagma, evolutionary contrasts, mor- 
phological evolution, Odonata, 749 

Asteraceae, character evolution, Chrysomelidae, coevolution, 
Coleoptera, genetic constraints, insect-plant interactions, 
Ophraella, phylogeny, quantitative genetics, 797 

capture-recapture, fitness function, maximum-likelihood method, 
Pontia occidentalis, quantitative traits, selection coefficients, 
384 

Ceratitis capitata, female choice, fitness, heritability, lek, sexual 
selection, 990 

character reconstruction, Chrysomelidae, coevolution, cospecia- 
tion, host shifts, insect-plant interactions, Ophraella, peripatric 
speciation, phylogeny, phylogeography, 1008 

comparative method, Heliconius, Lepidoptera, mating system, 
nuptial gifts, phylogeny, polyandry, resource allocation, sexual 
size dimorphism, 955 

conservation biology, genetic variation, inbreeding depression, 
population structure, 176 

deme formation, differentiation, gene flow, genetic variation, host 
plant, local adaptation, mobile insect, natural enemies, oak 
leafminer, natural selection, 810 

diet evolution, Euphydryas editha, gene flow, host shift, migra- 
tion, mitochondrial DNA, 351 

Dineutus assimilis, dispersal, F,,, gene flow, Gyrinidae, mtDNA, 
population structure, 266 

evolution, functional perfection, insect flapping flight, subopti- 
mality, vorticity, 1158 

fitness cost, gene flow, insecticide resistance genes, mosquito, 
selection, 997 

host adaptation, larval performance, local selection, oviposition 
preference, Papilo glaucus, 1163 

natural selection, phenotypic plasticity, Pontia butterflies, sur- 
vival analysis, wing melanin pattern, 932 
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Lire History 

aging, disposable soma theory, dynamic programming, Gom- 
pertz’ Law, life history, mortality rates, optimization, senes- 
cence, 1055 

aging, Drosophila melanogaster, genetic correlations, Gompertz 
mortality, good genes, heritability, life-history evolution, lon- 
gevity, male mating success, quantitative genetics, senescence, 
sexual selection, 521 

allele frequency clines, allozyme variation, bivalve life history, 
Dreissena polymorpha, ontogenetic planktonic larvae, 1284 

behavior, cladistics, component analysis, congruence, life history, 
phylogeny, seabirds, total evidence, 974 

body size, clutch size, comparative analysis, copepods, egg size, 
life-history evolution, parasitism, phylogenetic contrasts, 
trade-off, 325 

body size, Drosophila melanogaster, environmental uncertainty, 
genetic versus phenotypic optima, phenotype distributions, 375 

body size, Drosophila melanogaster, fecundity, fertility, fitness, 
intrinsic rate of increase, life span, temperature, 538 

castrating trematodes, life-history evolution, parthenogenesis, 
Potamopyrgus, Red Queen hypothesis, sexual reproduction, 
1268 

coral-reef fishes, dispersal, gene flow, historical biogeography, 
life history, mitochondrial DNA, ocean currents, 897 

environmental variation, genotype-by-environment interaction, 
life-history characters, maternal effects, Mimulus guttatus, nat- 
ural selection, phenotypic plasticity, 1095 


MAMMALS 

allozymes, biodiversity, fruit bats, genetic distance, genetics, het- 
erozygosity, island biogeography, isolating mechanisms, mor- 
phometrics, variation, Wallacea, 399 

artificial selection, basal metabolic rate, energetics, energy bud- 
get, evolutionary trade-offs, heart, inbred mouse strains, in- 
testine, kidney, liver, organ masses, 1239 

biogeography, cytochrome-b, evolutionary genetics, mitochon- 
drial DNA, nucleotide sequence, Perognathus, restriction frag- 
ments, ring species, speciation, 816 

Nucifraga columbiana, Pinus flexilis, seed dispersal, seed pre- 
dation, Tamiasciurus, 585 


MOLECULAR EVOLUTION 

ancestral phylogeny, cladogenesis, explosive branching, extinc- 
tion, mass extinction, speciation, 694 

asexual reproduction, cytochrome oxidase III, gynogenesis, La- 
saea, mitochondrial DNA, molecular phylogeny, Mollusca, 140 

Atkinsonella, Danthonia, fungus, host race, mitochondrial DNA, 
sympatry, 360 

biogeography, cytochrome-b, evolutionary genetics, mitochon- 
drial DNA, nucleotide sequence, Perognathus, restriction frag- 
ments, ring species, speciation, 816 

birds, Carduelis, effective population size, mtDNA, phenotypic 
variation, polymorphism, RFLP, speciation, 962 

birds, coalescence, gene tree, hybridization, mitochondrial DNA, 
phylogeny, species tree, woodpeckers, 718 

Caspian Sea, glacial relicts, molecular evolution, Mysidacea, spe- 
ciation, species flocks, zoogeography, 1215 

character reconstruction, Chrysomelidae, coevolution, cospecia- 
tion, host shifts, insect-plant interactions, Ophraella, peripatric 
speciation, phylogeny, phylogeography, 1008 

chloroplast capture, hybridization, phylogenetic discord, 727 

cytoplasmic incompatibility, population-genetic models, 1277 

cytoplasmic inheritance, haploidiploidy, hybrid breakdown, spe- 
ciation, Nasonia, nuclear-cytoplasmic incompatibility, 705 

demography, human evolution, molecular anthropology, popu- 
lation genetics, Upper Paleolithic, 608 

diet evolution, Euphydryas editha, gene flow, host shift, migra- 
tion, mitochondrial DNA, 351 

Dineutus assimilis, dispersal, F,,, gene flow, Gyrinidae, mtDNA, 
population structure, 266 

D-loop, transitions, transversions, unequal mutation rates, 593 

endosymbiosis, eukaryote, free redicals, mitochondria, oxidants, 
units of evolution, 785 


SUBJECT INDEX 


gynogenesis, molecular evolution, Poecilia formosa, species hy- 
brid, 827 


MOLLUusks 

allele frequency clines, allozyme variation, bivalve life history, 
Dreissena polymorpha, ontogenetic planktonic larvae, 1284 

allozymes, cline, cohort analysis, electrophoresis, gene flow, hard 
clam, hybrid zone, linkage disequilibrium, Mercenaria, selec- 
tion, tension zone, 276 

allozymes, environmental effects, Gastropoda, genetic distances, 
Polygyridae, Pulmonata, shell morphology, Stylommatophora, 
sympatric convergence, 469 

asexual reproduction, cytochrome oxidase III, gynogenesis, La- 
saea, mitochondrial DNA, molecular phylogeny, Mollusca, 140 

biogeography, dispersal, islands, path analysis, species-area re- 
lationships, vicariance, 1191 

mating behavior, polymorphism, reinforcement, reproductive iso- 
lation, sexual selection, sympatric speciation, 1180 


MORPHOLOGY 

adaptation, comparative methods, cooperative breeding, phylo- 
genetic autocorrelation, Pomatostomus temporalis, 1134 

africanized honey bees, demic diffusion, multivariate morpho- 
metrics, population structure, spatial autocorrelation, trend sur- 
face analysis, 1172 

allozymes, biodiversity, fruit bats, genetic distance, genetics, het- 
erozygosity, island biogeography, isolating mechanisms, mor- 
phometrics, variation, Wallacea, 399 

Ambystoma, independent evolution, morphology, population 
crosses, 565 

animal coloration, developmental plasticity, Pontia butterflies, 
seasonal adaptation, survival analysis, 942 

antipredator behavior, Engallagma, evolutionary contrasts, mor- 
phological evolution, Odonata, 749 

Araneae, body size, fecundity, sexual dimorphism, 776 

artificial selection, bottlenecks, genetic architecture, morpho- 
metric shape, 626 

atavism, caudata, constraint, homoplasy, limbs, variation, 874 

badge size, honest signaling, house sparrow, intrasexual com- 
petition, survival cost, 570 

bet-hedging, evolutionarily stable strategy (ESS), genetic poly- 
morphism, phenotypic variation, random environment, 337 

biogeography, dispersal, islands, path analysis, species-area re- 
lationships, vicariance, 1191 

birds, Carduelis, effective population size, mtDNA, phenotypic 
variation, polymorphism, RFLP, speciation, 962 

body size, coadaptation, comparative method, correlated evolu- 
tion, lizards, locomotion, morphology, physiology, sprint 
speed, temperature, 848 

breeding systems, dioecy, gynodioecy, Hawaii, inbreeding de- 
pression, outcrossing, photosynthetic carbon assimilation, 
Schiedea lydgatei, selfing, stomatal conductance, 297 

Bryozoa, genotype-environment interaction, phenotypic vari- 
ance, skeletal morphology, Stylopoma, 290 

chronobiology, habitat choice, hosts, parasites, polymorphism, 
schistosomes, sympatric speciation, 372 

comparative method, Heliconius, Lepidoptera, mating system, 
nuptial gifts, phylogeny, polyandry, resource allocation, sexual 
size dimorphism, 955 

corolla color, demography, natural selection, Phlox drummondii, 
1017 

differential allocation hypothesis, female choice, Hirundo rustica, 
ornament size, reproductive effort, sexual selection, 1290 

gamete packaging, ovule number per flower, resource allocation, 
stigmatic pollen load, 100 

mating behavior, polymorphism, reinforcement, reproductive iso- 
lation, sexual selection, sympatric speciation, 1180 

natural selection, phenotypic plasticity, Pontia butterflies, sur- 
vival analysis, wing melanin pattern, 932 


PARASITISM 
Acyrthosiphon pisum, Aphidius ervi, additive genctic variance, 
haplodiploid organisms, quantitative genetics, species inter- 
actions, 439 





SUBJECT INDEX 


Acyrthosiphon pisum, Aphidius ervi, clonal variation, quantitative 
genetics, resistance to a parasitoid, species interactions, 427 
Asteraceae, character evolution, Chrysomelidae, coevolution, 
Coleoptera, genetic constraints, insect-plant interactions, 
Ophraella, phylogeny, quantitative genetics, 797 

Atkinsonella, Danthonia, fungus, host race, mitochondrial DNA, 
sympatry, 360 

body size, clutch size, comparative analysis, copepods, egg size, 
life-history evolution, parasitism, phylogenetic contrasts, 
trade-off, 325 

brood parasitism, Clamator glandarius, coevolution, evolutionary 
equilibrium hypothesis, evolutionary-lag hypothesis, Mafia hy- 
pothesis, Pica pica, 770 

castrating trematodes, life-history evolution, parthenogenesis, 
Potamopyrgus, Red Queen hypothesis, sexual reproduction, 
1268 

chronobiology, habitat choice, hosts, parasites, polymorphism, 
schistosomes, sympatric speciation, 372 

copulatory success, Drosophila, ectoparasitism, Macrocheles, 
sexual selection, 660 

evolution, virulence, parasites, pathogens, population structure, 
pathogenicity, transmission, 743 

Lepidodactylus, parasites, parthenogens, Red Queen hypothesis, 
sex, 418 


PHYLOGENY 


adaptive radiation, null models, phylogeny, 1294 

adaptive radiation, null models, phylogeny, systematics, topol- 
ogy, 1292 

ancestral phylogeny, cladogenesis, explosive branching, extinc- 
tion, mass extinction, speciation, 694 

asexual reproduction, cytochrome oxidase III, gynogenesis, La- 
saea, mitochondrial DNA, molecular phylogeny, Mollusca, 140 

atavism, caudata, constraint, homoplasy, limbs, variation, 874 

balance, Markov trees, phylogenies, speciation, tree topology, 
379 

behavior, cladistics, component analysis, congruence, life history, 
phylogeny, seabirds, total evidence, 974 

birds, coalescence, gene tree, hybridization, mitochondrial DNA, 
phylogeny, species tree, woodpeckers, 718 

character reconstruction, Chrysomelidae, coevolution, cospecia- 
tion, host shifts, insect-plant interactions, Ophraella, peripatric 
speciation, phylogeny, phylogeography, 1008 

chloroplast capture, hybridization, phylogenetic discord, 727 

comparative method, Heliconius, Lepidoptera, mating system, 
nuptial gifts, phylogeny, polyandry, resource allocation, sexual 
size dimorphism, 955 


PHYSIOLOGY 


aerobic capacity, comparative method, endurance, evolution of 
endothermy, genetic correlation, locomotion, maximal aerobic 
metabolism, metabolism, quantitative genetics, resting metab- 
olism, 836 

anatomy, apical system, clypeasteroid, Dendrasteridae, devel- 
opment, eccentricity, echinoid, evolution, periproct, peristome, 
sand dollar, 1203 

artificial selection, basal metabolic rate, energetics, energy bud- 
get, evolutionary trade-offs, heart, inbred mouse strains, in- 
testine, kidney, liver, organ masses, 1239 

beaks, body size, Darwin’s finches, extrapolation, Galapagos, ge- 
netic correlations, multivariate evolution, nutrition, 241 

birds, C-value paradox, cytoecology, ecophysiological cytoge- 
netics, evolutionary optimization, human-genome program, 
noncoding DNA, 1249 

body size, clutch size, comparative analysis, copepods, egg size, 
life-history evolution, parasitism, phylogenetic contrasts, 
trade-off, 325 

body size, coadaptation, comparative method, correlated evolu- 
tion, lizards, locomotion, morphology, physiology, sprint 
speed, temperature, 848 

breeding systems, dioecy, gynodioecy, Hawaii, inbreeding de- 
pression, outcrossing, photosynthetic carbon assimilation, 
Schiedea lydgatei, selfing, stomatal conductance, 297 
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endosymbiosis, eukaryote, free redicals, mitochondria, oxidants, 
units of evolution, 785 

evolution, functional perfection, insect flapping flight, subopti- 
mality, vorticity, 1158 


PLANTS (SEE ALSO REPRODUCTION—PLANT) 


allozyme, F statistics, gene flow, genetic structure, isolation-by- 
distance, neighborhood size, number of alleles in common, 
Quercus laevis, randomization, spatial autocorrelation, 110 

allozymes, apomixis, clonal variation, dandelions, multilocus ge- 
notypes, pollen flow, Taraxacum, 1108 

breeding systems, dioecy, gynodioecy, Hawaii, inbreeding de- 
pression, outcrossing, photosynthetic carbon assimilation, 
Schiedea lydgatei, selfing, stomatal conductance, 297 

corolla color, demography, natural selection, Phlox drummondii, 
1017 

environmental variation, genotype-by-environment interaction, 
life-history characters, maternal effects, Mimulus guttatus, nat- 
ural selection, phenotypic plasticity, 1095 

gene flow, Gleditsia, male fertility, paternity-exclusion analysis, 
population genetic structure, 921 

Impatiens pallida, invisible fraction, phenotypic selection, phe- 
notypic variance-covariance matrix, 317 

Nucifraga columbiana, Pinus flexilis, seed dispersal, seed pre- 
dation, Tamiasciurus, 585 


PLATYHELMINTHS 

castrating trematodes, life-history evolution, parthenogenesis, 
Potamopyrgus, Red Queen hypothesis, sexual reproduction, 
1268 

chronobiology, habitat choice, hosts, parasites, polymorphism, 
schistosomes, sympatric speciation, 372 


POPULATION BIOLOGY 


adaptive landscapes, phenotypic variance, shifting balance, 252 

africanized honey bees, demic diffusion, multivariate morpho- 
metrics, population structure, spatial autocorrelation, trend sur- 
face analysis, 1172 

allozymes, apomixis, clonal variation, dandelions, multilocus ge- 
notypes, pollen flow, Taraxacum, 1108 

allozymes, ecotypes, elevational gradients, gene flow, postdia- 
pause development, Euphilotes enoptes, Lycaenidae, pheno- 
logical isolation, population structure, 446 

Ambystoma, independent evolution, morphology, population 
crosses, 565 

ant, local mate competition, population structure, sex-allocation 
ratio, sex-ratio variability, 260 

artificial selection, bottlenecks, genetic architecture, morpho- 
metric shape, 626 

asymmetric pollen flow, hermaphrodites, migration, population, 
subdivision, sex ratio, 1119 

bacteria, genetic transformation, linkage disequilibrium, migra- 
tionpopulation structure, recombination, 1081 

bacteria, population structure, recombination, species concept, 
164 

Bulmer effect, constancy, constancy of G, genetic drift, maximum 
likelihood, retrospective selection analysis, 1260 

chronobiology, habitat choice, hosts, parasites, polymorphism, 
schistosomes, sympatric speciation, 372 

clines, computer simulations, infinite loci, junctions, linkage dis- 
equilibrium, 1038 

conservation biology, genetic variation, inbreeding depression, 
population structure, 176 

contingency table, F,,, Markov chain, Metropolis algorithm, pop- 
ulation structure, 1280 

continuously distributed population, effective population size, 
fixation, heterozygosity, individual-based model, 1046 

cytoplasmic incompatibility, population-genetic models, 1277 

demographic method, drift, effective population size, Eichornia 
paniculata, genetic method, 392 

demography, human evolution, molecular anthropology, popu- 
lation genetics, Upper Paleolithic, 608 

Dineutus assimilis, dispersal, F.,, gene flow, Gyrinidae, mtDNA, 
population structure, 266 

D-loop, transitions, transversions, unequal mutation rates, 593 
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effective population size, Eichornia paniculata, reproductive suc- 
cess, selfing, variance, 389 

epistasis, genetic drift, population subdivision, quantitative gen- 
tics, Wright’s shifting-balance process, 502 

evolution, virulence, parasites, pathogens, population structure, 
pathogenicity, transmission, 743 

gene flow, Gleditsia, male fertility, paternity-exclusion analysis, 
population genetic structure, 921 

genetic barrier, introgression, multiple loci, postzygotic isolation 
mechanisms, selection barrier, stabilizing selection, 48 

genetic structure, isolation by distance, neighborhood size, spatial 
autocorrelation, 1022 

mating behavior, polymorphism, reinforcement, reproductive iso- 
lation, sexual selection, sympatric speciation, 1180 


PREDATION 
adaptation, antipredator behavior, Chelydra serpentina, direction- 
al selection, disruptive selection, selective predation, sex de- 
termination, temperature, turtles, 864 
antipredator behavior, Engallagma, evolutionary contrasts, mor- 
phological evolution, Odonata, 749 


QUANTITATIVE GENETICS 

absolute mean fitness, demographic stochasticity, environmental 
change, extinction risk, natural selection, one-locus diploid ge- 
netics, per-capita growth rate, quantitative genetics, 201 

Acyrthosiphon pisum, Aphidius ervi, additive genetic variance, 
haplodiploid organisms, quantitative genetics, species inter- 
actions, 439 

Acyrthosiphon pisum, Aphidius ervi, clonal variation, quantitative 
genetics, resistance to a parasitoid, species interactions, 427 

additive variance, coefficient of variation, inbreeding, outcross- 
ing, quantitative genetics, selfing, 911 

aerobic capacity, comparative method, endurance, evolution of 
endothermy, genetic correlation, locomotion, maximal aerobic 
metabolism, metabolism, quantitative genetics, resting metab- 
olism, 836 


aging, Drosophila melanogaster, genetic correlations, Gompertz 
mortality, good genes, heritability, life-history evolution, lon- 
gevity, male mating success, quantitative genetics, senescence, 
sexual selection, 521 

Asteraceae, character evolution, Chrysomelidae, coevolution, 


Coleoptera, genetic constraints, insect-plant interactions, 
Ophraella, phylogeny, quantitative genetics, 797 

capture-recapture, fitness function, maximum-likelihood method, 
Pontia occidentalis, quantitative traits, selection coefficients, 
384 

cline, egg size, hybrid zone, linkage disequilibrium, quantitative 
genetics, tadpole development, 1224 

crossing distance, diallel cross, maternal variance, maximum like- 
lihood, natural population, phenotypic covariance, phenotypic 
variance, plants, postpollination events, quantitative’ genetics, 
seed mass, seed set, sexual selection, 80 

demographic stochasticity, environmental change, extinction, ge- 
netic stochasticity, mutation, quantitative genetics, selection, 
151 

epistasis, genetic drift, population subdivision, quantitative gen- 
tics, Wrighi’s shifting-balance process, 502 

fitness variation, fundamental theorem, mate choice, natural se- 
lection, quantitative genetics, sexual selection, | 


REPRODUCTION—ANIMAL 

adaptation, comparative methods, cooperative breeding, phylo- 
genetic autocorrelation, Pomatostomus temporalis, 1134 

Agelaius phoeniceus, components of fitness, extrapair copula- 
tions, mate quality, opportunity for selection, red-winged 
blackbirds, sexual selection, variance in reproductive success, 
1147 

aging theory, body weight, developmental time, Drosophila, re- 
production, selection, 635 

ant, local mate competition, population structure, sex-allocation 
ratio, sex-ratio variability, 260 

asexual reproduction, cytochrome oxidase III, gynogenesis, La- 
saea, mitochondrial DNA, molecular phylogeny, Mollusca, 140 


SUBJECT INDEX 


castrating trematodes, life-history evolution, parthenogenesis, 
Potamopyrgus, Red Queen hypothesis, sexual reproduction, 
1268 

comparative method, Heliconius, Lepidoptera, mating system, 
nuptial gifts, phylogeny, polyandry, resource allocation, sexual 
size dimorphism, 955 

cytoplasmic incompatibility, population-genetic models, 1277 

differential allocation hypothesis, female choice, Hirundo rustica, 
ornament size, reproductive effort, sexual selection, 1289 

differential allocation hypothesis, female choice, Hirundo rustica, 
ornament size, reproductive effort, sexual selection, 1290 

gynogenesis, molecular evolution, Poecilia formosa, species hy- 
brid, 827 

Lepidodactylus, parasites, parthenogens, Red Queen hypothesis, 
sex, 418 


REPRODUCTION—PLANT 

additive variance, coefficient of variation, inbreeding, outcross- 
ing, quantitative genetics, selfing, 911 

Asclepias, functional gender, inflorescence size, paternity anal- 
ysis, reproductive success, 89 

asymmetric pollen flow, hermaphrodites, migration, population, 
subdivision, sex ratio, 1119 

attraction size, evolutionarily stable strategy, flower number, 
flower size, hermaphroditic plants, inbreeding depression, in- 
termediate selfing, mating system, self fertilization, sex allo- 
cation, 557 

Begonia involucrata, deceit pollination, floral evolution, mimicry, 
pollination, natural selection, trade-offs, 207 

Begonia semiovata, genetic correlation, genetic variation, mon- 
oecy, reproductive characters, sex allocation, 121 

Brassica napus, pollen-ovule ratio, selfing rate, Senecio vulgaris, 
sex allocation, 214 

Brassica rapa, competition, interspecific competition, intraspe- 
cific competition, phenotypic selection, plants, 1125 

crossing distance, diallel cross, maternal variance, maximum like- 
lihood, natural population, phenotypic covariance, phenotypic 
variance, plants, postpollination events, quantitative genetics, 
seed mass, seed set, sexual selection, 80 

demographic method, drift, effective population size, Eichornia 
paniculata, genetic method, 392 

dichogamy, gain curves, male function, mating environment, pol- 
linator movement, reproductive resources, selfing, sex allo- 
cation, 70 

effective population size, Eichornia paniculata, reproductive suc- 
cess, selfing, variance, 389 

female fitness, male fitness. plant reproduction, pollination bi- 
ology, 131 

gamete packaging, ovule number per flower, resource allocation, 
stigmatic pollen load, 100 

herkogamy, inbreeding depression, outcrossing, resource alio- 
cation, selfing, 545 

inbreeding, inbreeding depression, Raphanus, self-incompatabil- 
ity, 307 


REPTILES 

adaptation, antipredator behavior, Chelydra serpentina, direction- 
al selection, disruptive selection, selective predation, sex de- 
termination, temperature, turtles, 864 

allozymes, gene flow, natural selection, Nerodia sipedon, snakes, 
885 

body size, coadaptation, comparative method, correlated evolu- 
tion, lizards, locomotion, morphology, physiology, sprint 
speed, temperature, 848 

chromosomal heterozygosity, fecundity, fitness loss, hybrid zone, 
Sceloporus grammicus, 61 

chromosomal rearrangements, dispersal, habitat association, het- 
erozygote deficits, linkage disequilibrium, Sceloporus gram- 
micus, selection, structured hybrid zone, 9 

chromosomal speciation, hybrid zone, meiosis, Robertsonian re- 
arrangements, Sceloporus grammicus, synaptonemal complex, 
underdominance, 37 





SUBJECT INDEX 


hybrid zone, meiotic malassortment, nucleolar-organizer region, 
recombination, Sceloporus grammicus, speciation potential, 
synaptonemal complex, 48 


SELECTION—EXPERIMENTAL 

aging theory, body weight, developmental time, Drosophila, re- 
production, selection, 635 

aging theory, Drosophila, early and late fecundity, selection on 
longevity, 649 

artificial selection, basal metabolic rate, energetics, energy bud- 
get, evolutionary trade-offs, heart, inbred mouse strains, in- 
testine, kidney, liver, organ masses, 1239 

artificial selection, bottlenecks, genetic architecture, morpho- 
metric shape, 626 

Asclepias, functional gender, inflorescence size, paternity anal- 
ysis, reproductive success, 89 

Impatiens pallida, invisible fraction, phenotypic selection, phe- 
notypic variance-covariance matrix, 317 

SELECTION—NATURAL 

absolute mean fitness, demographic stochasticity, environmental 
change, extinction risk, natural selection, one-locus diploid ge- 
netics, per-capita growth rate, quantitative genetics, 201 

adaptive radiation, competition, Darwin, division of labor, eco- 
nomics, Malthus, natural selection, progress, 1029 

allozymes, gene flow, natural selection, Nerodia sipedon, snakes, 
885 

beaks, body size, Darwin’s finches, extrapolation, Galapagos, ge- 
netic correlations, multivariate evolution, nutrition, 241 

Begonia involucrata, deceit pollination, floral evolution, mimicry, 
pollination, natural selection, trade-offs, 207 

corolla color, demography, natural selection, Phlox drummondii, 
1017 

deme formation, differentiation, gene flow, genetic variation, host 
plant, local adaptation, mobile insect, natural enemies, oak 
leafminer, natural selection, 810 

environmental variance-covariance structure, multivariate evo- 
lutionary response, phenotypic evolution, 572 

fitness variation, fundamental theorem, mate choice, natural se- 
lection, quantitative genetics, sexual selection, | 

Impatiens pallida, invisible fraction, phenotypic selection, phe- 
notypic variance-covariance matrix, 317 

natural selection, phenotypic plasticity, Pontia butterflies, sur- 
vival analysis, wing melanin pattern, 932 
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SELECTION—SEXUAL 

Agelaius phoeniceus, components of fitness, extrapair copula- 
tions, mate quality, opportunity for selection, red-winged 
blackbirds, sexual selection, variance in reproductive success, 
1147 

Ceratitis capitata, female choice, fitness, heritability, lek, sexual 
selection, 990 

color patterns, geographic variation, mate choice. mate prefer- 
ences, sexual selection, visual contrast, 456 

copulatory success, Drosophila, ectoparasitism, Macrocheles, 
sexual selection, 660 

crossing distance, diallel cross, maternal variance, maximum like- 
lihood, natural population, phenotypic covariance, phenotypic 
variance, plants, postpollination events, quantitative genetics, 
seed mass, seed set, sexual selection, 80 

differential allocation hypothesis, female choice, Hirundo rustica, 
ornament size, reproductive effort, sexual selection, 1289 

differential allocation hypothesis, female choice, Hirundo rustica, 
ornament size, reproductive effort, sexual selection, 1290 

fitness variation, fundamental theorem, mate choice, natural se- 
lection, quantitative genetics, sexual selection, 1 

mating behavior, polymorphism, reinforcement, reproductive iso- 
lation, sexual selection, sympatric speciation, 1180 


SENESCENCE 

aging, disposable soma theory, dynamic programming, Gom- 
pertz’ Law, life history, mortality rates, optimization, senes- 
cence, 1055 

aging, Drosophila melanogaster, genetic correlations, Gompertz 
mortality, good genes, heritability, life-history evolution, lon- 
gevity, male mating success, quantitative genetics, senescence, 
sexual selection, 521 

aging theory, body weight, developmental time, Drosophila, re- 
production, selection, 635 

aging theory, Drosophila, early and late fecundity, selection on 
longevity, 649 

antagonistic pleiotropy, comparative method, Drosophila, fecun- 
dity, life span, mating success, mutation accumulation, ran- 
domization, senescence, 394 

kin selection, male aggressiveness, Schizotetranychus miscanthi, 
sexual selection, spider mites, subsociality, Tetranychidae, 413 
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